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<210> 1 

<211> 2413 

<212> PRT 
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<400> 1 

Met Gly lie Ser Thr Val He Leu Glu Met Cys Leu Leu Trp Gly Gin 
1 5 - 10 15 

Val Leu Ser Thr Gly Gly Trp lie Pro Arg Thr Thr Asp Tyr Ala Ser 

20 25 30 

Leu lie Pro Ser Glu val Pro Leu Asp Pro Thr val Ala Glu Gly Ser 
35 40 45 

Pro Phe Pro Ser Glu Ser Thr Leu Glu Ser Thr val Ala Glu Gly ser 
50 55 60 • 

pro He ser Leu Glu Ser Thr Leu Glu ser Thr val Ala Glu Gly ser 
65 . 70 - • 75 - . : gQ- 

* a 

Leu He pro Ser Glu Ser Thr Leu Glu Ser Thr val Ala Glu Gly ser 

85 90 95 ■ 

* • 

Asp Ser Gly Leu Ala Leu Arg Leu val Asn Gly Asp Gly Arg cys Gin 

■ 100 .105 110 
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Gly Arg val Glu lie Leu Tyr Arg Gly Ser Trp Gly Thr val cys Asp 
115 120 125 

Asp Ser Trp Asp Thr Asn Asp Ala Asn val val cys Arg Gin Leu Gly 
130 13 5 . 140 

Cys Gly Trp Ala Met Ser Ala Pro Gly Asn Ala Trp Phe Gly Gin Gly 
145 150 155 ' 150 

Ser Gly Pro lie Ala Leu Asp Asp val Arg Cys Ser Gly His Glu Ser 

165 170 175 

Tyr Leu Trp ser cys Pro His Asn Gly Trp Leu Ser His Asn Cys Gly 

180 185 190 

His Gly Glu Asp Ala Gly val lie Cys Ser Ala Ala Gin Pro Gin Ser 
195 200 205 

Thr Leu Arg Pro Glu Ser Trp Pro val Arg lie Ser Pro Pro val Pro 
210 215 220 

Thr Glu Gly Ser Glu Ser Ser Leu Ala Leu Arg Leu val Asn Gly Gly 
225 230 235 240 

* 

ASP Arg Cys Arg Gly Arg val Glu val Leu Tyr Arg Gly ser Trp Gly 

245 250 255 

Thr Val Cys Asp Asp Tyr Trp Asp Thr. Asn Asp Ala Asn Val val Cys 

260 265 270 

Arg Gin Leu Gly cys Gly Trjp Ala Met Ser Ala Pro Gly Asn Ala Gin 
275 280 - 285 

Phe Gly Gin Gly ser Gly pro lie val Leu Asp Asp val Arg Cys Ser 
290 295 • 300 

Gly Hi s^ Glu ser Tyr Leu Trp Ser Cys Pro His Asn Gly Trp Leu Thr 
305 310 315 320 

His Asn cys Gly His Ser Glu Asp Ala Gly val lie cys Ser Ala Pro 

325 330 .335 

Gin Ser Arg Pro Thr Pro Ser Pro Asp Thr Trp Pro Thr Ser His Ala 

340 . 345 350 

Ser Thr Ala Gly Pro Glu ser Ser Leu Ala Leu Arg Leu val Asn Gly 
355 360 365 

' ■ . • 

Gly Asp Arg cys Gin Gly Arg val Glu Val Leu Tyr Arg Gly Ser Trp 
370 375 380 
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Gly Thr val Cys Asp Asp ser Trp Asp rhr Ser Asp Ala Asn val Val 
3S5 390 395 400 

cys Arg Gin Leu Gly Cys Gly Trp Ala Thr Ser Ala Pro Gly Asn Ala 

405 410 415 

Arg Phe Gly Gin Gly Ser Gly Pro lie Val Leu Asp Asp Val Arq Cys 

420 425 ■ 430 

Ser Gly Tyr Glu Ser Tyr Leu. Trp ser Cys Pro His Asn Gly Trp Leu 
435 440 445 

ser His Asn cys Gin His Ser Glu Asp Ala Gly val lie cys ser Ala 
450 455 460 

Ala His Ser Trp ser Thr Pro Ser pro Asp Thr Leu Pro Thr lie Thr 
455 470 475 480 

Leu Pro Ala Ser Thr Val Gly Ser Glu Ser ser Leu Ala Leu Arg Leu 

485 490 495 

Val Asn Gly Gly Asp Arg cys Gin Gly Arg Val Glu val Leu Tyr Arq 

500 505 510 

Gly Ser Trp Gly Thr Val Cys Asp Asp Ser Trp Asp Thr Asn Asp Ala 
515 520 525 

Asn val val Cys Arg Gin Leu Gly Cys Gly Trp Ala Met Leu Ala Pro 
530 535 540 

Gly Asn Ala Arg Phe Gly Gin Gly ser Gly Pro lie Val Leu Asp asd 
545 550 555 560 

Val Arg Cys Ser Gly Asn Glu ser Tyr Leu Trp Ser Cys Pro His Asn 

565 570 575 

Gly Trp Leu Ser His Asn Cys Gly His Ser Glu Asp Ala Glv val lie 

5S0 585 . 590 

cys Ser Gly Pro Glu Ser ser Leu Ala Leu Arg Leu val Asn Gly Gly 
595 ' 600 605 

Asp Arg cys Gin Gly Arg val Glu val Leu Tyr Arg Gly Ser Trp Gly 
610 .615 . 620 

Thr Val cys Asp' Asp Ser Trp Asp Thr Asn Asp Ala Asn val Val cys 
625 630 635 640 

Arg Gin Leu Gly Cys Gly Trp Ala Met ser Ala Pro Gly Asn Ala Arq 

645 650 655 

Phe Gly Gin Gly ser Gly Pro lie Val Leu Asp Asp val Arg cys Ser 
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650 



665 



670 



Gly His Glu ser Tyr Leu Trp 5er cys Pro Asn Asn Gly Trp Leu Ser 
675 680 685 

His Asn Cys Gly His His Glu Asp Ala Gly Val lie cys ser Ala Ala 
690 695 700 

Gin ser Arg Ser Thr Pro Arg Pro Asp Thr Leu ser Thr lie Thr Leu 
705 710 715 720 

Pro Pro ser Thr val Gly ser Glu Ser Ser- Leu thr Leu Arg Leu val 

725 730 735 

Asn Gly ser Asp Arg Cys Gin Gly Arg val Glu val Leu Tyr Arg Gly 

740 745 750 

Ser Trp Gly Thr Val cys Asp Asp Ser Trp Asp Thr Asn Asp Ala Asn 
755 760 765 

Val Val cys Arg Gin Leu Gly cys Gly Trp Ala Thr ser Ala Pro Gly 
770 • 775 780 

Asn Ala Arg Phe Gly Gin Gly Ser Gly Pro lie val Leu Asp Asp Val 
785 - 790 795 800 

Arg Cys Ser Gly His Glu ser Tyr Leu Trp Ser Cys Pro His Asn Gly 

805 810 815 

Trp Leu Ser His Asn Cys Gly His His Glu Asp Ala Gly val lie Cys 

820 825 830 

Ser val ser Gin Ser Arg Pro Thr Pro Ser Pro Asp Thr Trp Pro Thr 
835 '840 , 845 

Ser His Ala Ser Thr Ala Gly Pro Glu ser Ser Leu Ala Leu Arg Leu 
850 855 860 

val Asn Gly Gly Asp Arg Cys Gin Gly Arg val Glu Val Leu Tyr Arg 
865 870 875 880 

Gly Ser Trp Gly Thr Val Cys Asp Asp Ser Trp Asp Thr Ser Asp Ala 

885 890 895 

Asn Val Val cys Arg Gin Leu Gly cys Gly Trp Ala Thr Ser Ala Pro 

900 905 910 

Gly Asn Ala Arg Phe Gly Gin Gly Ser Gly Pro lie Val Leu Asp Asp 
915 920 925 



Val Arg Cys Ser Gly Tyr Glu ser Tyr Leu Trp Ser Cys Pro His Asn 
930 935 940 
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Gly Trp Leu ser His Asn cys Gin His Ser Glu Asp Ala Gly val lie 
945 950 95'5 960 

Cys Ser Ala Ala His Ser Trp Ser Thr Pro Ser Pro Asp Thr Leu Pro 

965 970 975 

Thr lie Thr Leu Pro Ala Ser Thr Val- Gly Ser Glu Ser Ser Leu Ala 

980 ' 985 990 

Leu Arg Leu Val Asn Gly Gly Asp Arg cys Gin Gly Arg val Glu val 
995 1000 1005 

Leu Tyr Gin Gly Ser Trp Gly Thr val cys Asp asd Ser Trp Asp 
1010 1015 1020 

Thr Asn Asp Ala Asn val Val Cys Arg Gin Leu Gly Cys Gly Trp 
1025 1030 1035 

Ala Met Ser Ala Pro Gly Asn Ala Arg Phe Gly Gin Gly ser Gly 
1040 1045 1050 

Pro lie val Leu Asp Asp val Arg cys Ser Gly His Glu Ser Tyr " 
1055 1060 1055 

Leu Trp Ser Cys Pro His Asn Gly Trp Leu Ser His Asn Cys Gly 
1070 1075 1080 

His ser Glu Asp Ala Gly Val lie Cys Ser Ala Ser Gin Ser Arg 
1085 1090 1095 

Pro Thr Pro Ser Pro Asp Thr Trp Pro Thr ser His Ala ser Thr 
1100 1105 1110 

Ala Gly Ser Glu ser ser Leu Ala Leu Arg Leu val Asn Gly Gly 
1115 . 1120 1125 

Asp Arg* cys Gin Gly Arg val Glu val Leu Tyr Arg Gly Ser Trp 
1130 1135 1140 

Gly Thr Val Cys Asp Asp Tyr Trp Asp Thr Asn Asp Ala Asn Val 
1145 1150 1155 

■ 

Val Cys Arg Gin Leu Gly Cys Gly Trp Ala Met Ser Ala Pro Gly 
iieO- 1165 ■ 1170 •• •• 

Asn Ala Arg Phe Gly Gin Gly Ser Gly Pro lie val Leu Asp asd 
1175 1180 1185 

Val Arg cys Ser Gly His. Glu Ser Tyr Leu Trp Ser Cys Pro His 
1190 1195 1200 
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AST) Gly Trp Leu Ser His Asn • Cys Gly His His Glu Asp Ala Gly 
1205 1210 1215 

val lie Cys Ser Ala ser Gin Ser Gin Pro Thr Pro Ser Pro Asp 
1220 1225 1230 

Thr Trp Pro Thr ser His Ala ser Thr Ala Gly ser Glu ser ser 
1235 1240 1245 

Leu Ala Leu Arg Leu val Asn Gly Gly Asp Arg Cys Gin Gly Arg 
1250 1255 1260 

val Glu Val Leu Tyr Arg Gly Ser Trp Gly Thr Val Cys Asp Asp 
1265 1270 1275 

* 

Tyr Trp Asp Thr Asn Asp Ala Asn Val Val Cys Arg Gin Leu Gly 
1280 1285 1290 

Cys ser Trp Ala Thr Ser Ala Pro Gly Asn Ala Arg Phe Gly Gin 
1295 1300 1305 

Gly ser Gly Pro lie VaT Leu Asp Asp val Arg Cys Ser Gly His 
1310 1315 - 1320 

Glu Ser Tyr Leu Trp ser cys Pro His Asn Gly Trp Phe Ser His 
1325 1330 1335 

Asn Cys Gly His His Glu Asp Ala Gly Val lie cys ser Ala ser 
1340 1345 1350 

Gin Ser Gin Pro Thr Pro Ser Pro Asp Thr Trp Pro Thr Ser His 
1355 1360 1365 

Ala Ser Thr Ala Gly Ser Glu ser. Ser Leu Ala Leu- Arg Leu val 
1370 1375 1380 

Asn Gly Gly Asp Arg cys Gin Gly Arg val Glu val Leu Tyr Arg 
1385 1390 1395 

Gly Ser Trp Gly Thr Val Cys Asp Asp Tyr Trp Asp Thr Asn Asp 
1400 1405- 1410 

Ala Asn Val Val Cys Arg Gin Leu Gly Cys Gly Trp Ala Thr Ser 
1415 1420 1425 ' 

Ala Pro Gly Asn Ala Ar^ Phe Gly Gin Gly Ser Gly Pro lie Val 
1430 1435 1440 

Leu Asp Asp Val Arg Cys Ser Gly His Glu Ser Tyr Leu Trp Ser 
1445 1450 1455 
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cys Pro His Asn Gly Trp Leu Ser Kis Asn cys Gly His His Glu 
14^0 1465 1470 

Asp Ala Gly val lie cys Ser Ala Ser Gin ser Gin Pro Thr Pro 
1475 1480 1485 

Ser Pro Asp Thr Trp Pro Thr ser Arg Ala Ser Thr Ala Gly Ser 
1490 1495 1500 

Glu Ser Thr Leu Ala Leu Arg Leu Val Asn Gly Gly Asp Arg cys 
1505 1510 1515 

Arg Gly Arg val Glu val Leu Tyr Gin Gly Ser Trp Gly Thr val 
1520 1525 1530 

Cys Asp Asp Tyr Trp Asp Thr Asn Asp Ala Asn val Val Cys Arg 
1535 1540 1545 

Gin Leu Gly Cys Gly Trp Ala Met ser Ala Pro Gly Asn Ala Gin 
1550 1555 1560 

Phe Gly Gin Gly ser Gly Pro ■ lie val Leu Asp Asp val Arg cys 
1565 1570 . 1575 

Ser Gly His Glu Ser Tyr Leu Trp ser Cys Pro His Asn Gly Trp 
1580 1585 1590 

Leu Ser His Asn cys Gly His His Glu Asp Ala Gly val lie Cys 
1595 1600 1605 

Ser Ala Ala Gin ser Gin Ser Thr Pro Arg Pro Asp fhr Trp Leu 
1610 1615 1620 

Thr Thr Asn Leu Pro Ala Leu Thr val Gly Ser Glu Ser ser Leu 
1625 • 1630 1635. 

Ala Leu Arg Leu Val Asn Gly Gly Asp Arg cys Arg Gly Arg Val 
1640 1645 1650 



Glu Val Leu Tyr Arg Gly Ser Trp Gly Thr val cys Asp Asp ser 
1655 iSSO 1665 

Trp Asp Thr Asn Asp Ala Asn val val Cys Arg Gin Leu Gly cys 
1570 1675 1680 

• - - • 

Gly Trp Ala Met Ser Ala Pro Gly Asn Ala Arg Phe Gly Gin Gly 
1685 1690 1695 

Ser Gly Pro lie val Leu Asp Asp val Arg cys Ser Gly Asn Glu 
1700 1705 1710 

Ser Tyr Leu Trp Ser Cys Pro His Lys Gly Trp Leu Thr His Asn 
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1715 



1720 



1725 



cys Gly His His Glu Asp Ala Gly vaVlle Cys Ser Ala Thr Gin 
1730 1735 1740 

lie Asn Ser Thr Thr Thr Asp Trp Trp His pro Thr ■ Thr Thr Thr 
1745 1750 1755 

Thr Ala Arg Pro Ser Ser Asn Cys Gly Gly Phe Leu phe Tyr Ala 
1760 1765 1770 

Ser Gly Thr Phe Ser ser Pro Ser Tyr Pro Ala Tyr Tyr Pro Asn 
1775 1780 1785 

Asn Ala Lv's Cys val Trp Glu lie Glu val Asn Ser Gly Tyr Arg 
1790 1795 1800 

lie Asn Leu Gly Phe Ser Asn Leu Lys Leu Glu Ala His His Asn 
1805 1810 1815 

Cys Ser Phe Asp Tyr Val Glu lie Phe Asp Gly Ser Leu Asn Ser 
1820 1825 1830 

Ser Leu Leu Leu Gly Lys lie cys Asn Asp Thr Arg Gin lie Phe 
1835 1840 1845 

Thr Ser Ser Tyr Asn Arg Met Thr lie His Phe Arg Ser Asp lie 
1850 1855 1860 . . 

ser Phe Gin Asn Thr Gly Phe Leu Ala Trp Tyr Asn ser Phe Pro 
1865 1870 1875 

Ser Asp Ala Thr Leu Arg Leu val Asn Leu Asn Ser Ser Tyr Gly 
1880 1885 1890 

Leu Cys Ala Gly Arg Val Glu lie Tyr His Gly Gly Thr Trp Gly 
1895 1900 1905 

Thr Val Cys Asp Asp Ser Trp Thr He Gin Glu Ala Glu Val val 
1910 • 1915 1920 

Cys Arg Gin Leu Gly Cys Gly Arg Ala Val Ser Ala Leu Gly Asn 
1925 1930 1935 

Ala Tyr Phe Gly Ser Gly Ser Gly Pro He Thr Leu Asp- Asp val 
1940 1945 1950 

« 

•Glu Cys ser Gly Thr Glu Ser Thr Leu Trp Gin Cys Arg Asn Arg 
1955 1960 1965 



Gly Trp Phe Ser His Asn Cys Asn His Arg Glu Asp Ala Gly Val 
1970 1975 1980 
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lie Cys Ser Gly Asn His Leu ser Thr Pro Ala Pro Phe Leu Asn 
1985 1990 1995 

lie Thr Arq Pro Asn Thr Asp Tyr Ser Cys Gly Gly Phe Leu Ser 
2000 2005 2010 

Gin Pro Ser Gly Asp Phe Ser ser Pro Phe Tyr Pro Gly Asn Tyr 
2015 2020 2025 

Pro Asn Asn Ala Lys Cys Val Trp Asp lie Glu val Gin Asn Asn 
2030 2035 2040 

Tyr Arg val Thr val lie Phe Arg Asp Val Gin Leu Glu Gly Gly 
2045 2050 2055 

Cys Asn Tyr Asp Tyr lie Glu Val Phe Asp Gly Pro Tyr Arg ser 
2060 2055 2070 

Ser Pro Leu lie Ala Arg Val Cys Asp Gly Ala Arq Gly Ser Phe 
. 2075 * 2080 2085 

Thr Ser Ser Ser Asn Phe Met ser lie Arg phe lie ser Asp His 
2090 2095 2100 

Ser lie Thr Arg Arg Gly Phe Arg Ala Glu Tyr Tyr Ser Ser Pro 
2105 . 2110 2115 

« 

Ser Asn Asp ser Thr Asn Leu Leu Cys Leu Pro Asn His Met Gin 
' 2120 2125 2130 

Ala Ser Val Ser Arg ser Tyr Leu Gin ser Leu Gly Phe Ser Ala 
2135 2140 2145 • 

Ser Asp Leu val lie Ser Thr Trp Asn Gly Tyr Tyr Glu Cys Arq 
2150 2155 2160 

Pro Gin lie Thr Pro Asn Leu Val lie Phe Thr lie Pro Tyr ser 
2165 2170 2175 

Gly Cys Gly Thr Phe Lys Gin Ala Asp Asn Asp Thr lie Asp Tyr 
2180 . 2185 2190 

Ser Asn Phe Leu Thr Ala Ala val ser Gly Gly lie lie Lys Arq 
2195 ■• ^ — 2200T -- - 2203 . 

Arg Thr Asp Leu Arg lie His val ser cys Arg Met Leu Gin Asn 
2210 2215 2220 

Thr Trp Val Asp Thr Met Tyr lie Ala Asn Asp Thr lie His Val ' 
2225 2230 2235 
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Ala Asn Asn Thr lie Gin val Glu Glu val Gin Tyr Gly Asn Phe 
2240 2245 2250 

Asp Val Asn lie Ser Phe Tyr Thr Ser Ser Ser Phe Leu Tyr Pro 
2255. 2260 2265 

Val Thr Ser Arg Pro Tyr Tyr val Asp Leu Asn Gin Asp Leu Tyr 
2270 2275 2280 

val Gin Ala Glu lie Leu His ser Asp Ala Val Leu Thr Leu Phe 
2285 2290 2295 

val Asp Thr Cys val Ala Ser Pro Tyr ser Asn Asp Phe Thr Ser 
2300 2305 2310 

Leu Thr Tyr Asp Leu lie Arg Ser Gly Cys val Arg Asp Asp Thr 
2315 2320 ■ 2325 

Tyr Gly Pro Tyr Ser Ser Pro Ser Leu Arg lie Ala Arg Phe Arg 
2330 2335 2340 

Phe Arg Ala Phe His Phe Leu Asn Arg Phe Pro Ser val Tyr Leu 
2345 - 2350 2355 

Arg Cys Lys Met Val Val Cys Arg Ala Tyr Asp Pro Ser Ser Arg 
2360 . 2365 2370 

Cys Tyr Arg Gly Cys val Leu Arg Ser Lys Arg Asp Val Gly Ser 
2375 2380 2385 

Tyr Gin Glu Lys val Asp val val Leu Gly Pro lie Gin Leu Gin 
2390 • 2395 2400 

Thr Pro Pro Arg Arg Glu Glu Glu Pro Arg 
2405 2410 

<210> 2 

<211> 7242 

<212> DNA 

<213> Homo sapiens 



/ 

/ 



/ 



/ 



<400>r '2 - 

atggggatct ccacagtcat ccttgaaatg tgtcttttat ggggacaagt tctatctaca 60 

ggtgggtgga taccaaggac tacagactac gcttcactga ttccctcgga ggtgcccttg 120 

gatccaactg tagcagaagg ttctccattt ccctcggagt cgaccctgga gtcaactgta ISO 

gcagaaggtt ctccgattrtc cttggagtca accctggagt caactgtagc agaaggttct 240 

ct-gattccat cagagtcaac cctggagtca actgtagcag aaggatctga ttctggttug 300 
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gccctgaggc tggtgaatgg agatggcagg tgtcagggcc gagtggagat cctataccga 
ggctcctggg gcaccgtgtg tgatgacagc tgggacacca atgatgccaa cgtggtctgt 
aggcagctgg gttgtggctg ggccatgtca gctccaggaa atgcctggtt tggccagggc 
tcaggaccca ttgccctgga tgatgtgcgc tgctcaggac acgaatccta cctgtggagc 
tgcccccaca atggctggct ctcccataac tgtggccatg gtgaagatgc tggtgttatc 
tgctcagctg cccagcctca gtcaacactc aggccagaaa gttggcctgt caggatatca 
ccacctgtac ccacagaagg atctgaatcc agtttggccc tgaggctggt gaatggaggc 
gacaggtgtc gaggccgggt ggaggtccta taccgaggct cctggggcac cgtgtgtgat 
gactactggg acaccaatga tgccaatgtg gtctgcaggc agctgggctg tggctgggcc 
atgtcagccc caggaaatgc ccagtttggc cagggctcag gacccattgt cctggatgat 
gtgcgctgct caggacacga gtcctacctg tggagctgcc cccacaatgg ctggctcacc 
cacaactgtg gccatagtga agacgctggt gtcatctgct cagctcccca gtcccggccg 
acacccagcc cagatacttg gccgacctca catgcatcaa cagcaggacc tgaatccagt 
ttggccctga ggctggtgaa tggaggtgac aggtgtcagg gccgagtgga ggtcctatac 
cgaggctcct ggggcaccgt gtgtgatgat agctgggaca ccagtgacgc caatgtggtc 
tgccggcagc tgggctgtgg ctgggccacg tcagccccag gaaatgcccg gtttggccag 
ggttcaggac ccattgtcct ggatgacgtg cgctgctcag gctatgagtc ctacctgtgg 
agctgccccc acaatggctg gctctcccat aactgtcagc acagtgaaga cgctggtgtc 
atctgctcag ctgcccactc ctggtcgacg cccagtccag acacgttgcc gaccatcacc 
ttacctgcat cgacagtagg atctgaatcc agtttggccc tgaggctggt gaatggaggt 
gacaggtgtc agggccgagt ggaggtccta taccgaggct cctggggcac cgtgtgtgat 
gacagctggg acaccaatga tgccaatgtg gtctgcaggc agctgggctg tggctgggcc 
atgttggccc caggaaatgc ccggtttggt cagggctcag gacccattgt cctggatgac 
gtgcgctgct cagggaatga gtcctacttg tggagctgcc cccacaatgg ctggctctcc 
cataactgtg gccatagtga agacgctggt gtcatctgct caggacctga atccagtttg 
gccctgaggc tggtgaatgg aggtgacagg tgtcagggcc gagtggaggt cctataccga 
ggctcttggg gcaccgtgtg tgatgacagc tgggacacca atgatgccaa tgtggtctgc 
aggcagctgg gctgtggctg ggccatgtca gccccaggaa atgcccggtt tggtcagggc 
tcaggaccca ttgtcctgga tgatgtgcgc tgctcaggac atgagtccta cctgtggagc 
tgccccaaca atggctggct ctcccacaac tgtggccatc atgaagatgc tggtgtcatc 
tgctcagctg cccagtcccg gtcgacgccc aggccagaca cgttgtcgac catcacgtta 
cctccatcga cagtaggatc tgaatccagt ttgaccctga ggctggtgaa tggaagtgac 
aggtgtcagg gccgagtaga ggtcctatac cgaggctcct ggggcaccgt gtgtgatgac 
agctgggata ccaatgatgc caatgtagtc tgcaggcagc tgggctgtgg ctgggccacg 



360 
420 

4S0 
540 
600 
660 
720 
780 
840 
900 
960 
1020 . 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
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tcggccccag gaaatgcccg gtttggccag ggctcaggac ccattgttct ggatgatgtg 2400 

. ■ • 

cgctgctcag gacacgagtc ctacctgtgg agctgccccc acaatggctg gctctcccac 2450 

aactgtggcc atcatgaaga tgctggtgtc atctgctcag tttcccagtc ccggccgaca 2520 

' cccagtccag atacttggcc gacctcacat gcatcaacag caggacctga atccagcttg 2580 

gccctgaggc tggtgaatgg aggtgacagg tgtcagggcc gagtggaggt cctataccga 2640 

ggctcctggg gcaccgtgtg tgatgatagc tgggacacca gtgacgccaa tgtggtctgc 2700 

cggcagctgg gctgtggctg ggccacgtca gccccaggaa atgcccggtt tggccagggt 2750 

tcaggaccca ttgtcctgga tgacgtgcgc tgctcaggct atgagtccta cctgtggagc 2820 

tgcccccaca atggctggct ctcccataac tgtcagcaca gtgaagacgc tggtgtcatc 2880 

tgctcagctg * cccactcctg gtcgacgccc agtccagaca cattgccgac catcaccttg 2940 

cctgcatcga cagtaggatc tgaatccagt ttggccctga ggctggtgaa tggaggtgac 3000 

aggtgtcagg gccgagtgga ggtcctatac caaggctcct ggggcaccgt gtgcgatgac 3050 

agctgggaca ccaatgatgc caatgtcgtc tgcaggcaac tgggctgtgg ctgggccatg 3120 

tcagccccag gaaatgcccg gtttggtcag ggctcaggac ccattgtcct ggatgatgtg 3180 

cgctgctcag gacacgagtc ttacctgtgg agctgccccc acaatggctg gctctcccac 3240 

aactgtggcc atagtgaaga cgctggtgtc atctgctcag cttcccagtc ccggccaaca - 3300 

cctagtccag acacttggcc aacctcacat gcatcaacag caggatctga atccagtttg 3360 

gccctgaggc tggtgaatgg aggtgacagg tgtcagggcc gagtggaggt cctataccga 3420 

ggctcctggg gcaccgtgtg tgatgactac tgggacacca atgatgccaa tgtggtttgc 3480 

aggcagctgg gctgtggctg ggccatgtca gccccaggaa atgcccggtt tggccagggt 3540 

tcaggaccca ttgtcctgga tgatgtgcgc tgctcaggac atgagtccta tctgtggagc 3600 

tgcccccaca atggctggct ctcccacaac tgtggccatc atgaagacgc tggtgtcatc 3650 

tgctcagctt cccagtccca gccgacaccc agcccagaca cttggccaac ctcacatgca 3720 

tcaacagcag gatctgaatc cagtttggcc ctgaggctgg tgaatggagg tgacaggtgt 3780 

cagggccgag tggaggtcct ataccgaggc tcctggggca ccgtgtgtga tgactactgg 3840 

gacaccaatg atgccaatgt ggtttgcagg cagctgggct gtagctgggc cacgtcagcc 3900 

ccaggaaatg cccggtttgg ccagggttca ggacccattg tcctggatga tgtgcg'ctgc 3960 

tcaggacatg agtcctatct gtggagctgc ccccacaatg gctggttctc ccacaactgt 4020 

ggccatcatg aagacgctgg tgtcatctgc tcagcttccc agtcccagcc gacacccagc 4080 

ccagacactt ggccaacctc acatgcatca acagcaggat. ctgaatccag tttggccctg 4140. 

a^ggctggtga atggaggtga caggtgtcag ggccgagtgg aggtcctata ccgaggctcc 4200 

tggggcaccg tgtgtgatga ctactgggac accaatgatg ccaatgtggt ttgcaggcag 4260 

ctgggctgtg gctgggccac gtcagcccca ggaaatgccc ggtttggcca gggttcagga 4320 

cccattgtcc tggatgatgt gcgctgctca ggacatgagt cctatctgtg gagctgcccc 4380 

cacaatggct ggctctccca caactgtggc catcatgaag acgctggtgt catctgctca 4440 
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gcttcccagt 


cccagccgac 


acccagccca 


gacacttggc 


caacctcrcg 


"tgcatcaaca 


4500 


gcaggatctg 


aatccacttt 


ggccctgaga 


ctggtgaatg 


gaggtgacag 


gtgtcgaggc 


4560 


cgagtggagg 

• 


tcctatacca 


aggctcctgg 


ggcaccgtgt 


gtgatgacta 


ctgggacacc 


4520 


aatgatgcca 


acgtggtctg 


caggcagctg 


ggctgtggct 


gggccatgtc 


agccccagga 


4680 


aatgcccagt 


ttggccaggg 


ctcaggaccc 


attgtcctgg 


atgatgtgcg 


ctgctcagga 


4740 


cacgagtctt 


acctgtggag 


ctgcccccac 


aatggctggc 


tctcccacaa 


c^tgtggccat 


4800 


catgaagatg 


ctggtgtcat 


ctgctcagct 


gctcagtccc 


agtcaacgcc 


caggccagat 


4850 


acttggctga 


ccaccaactt 


accggcattg 


acagtaggat 


ctgaatccag 


tttggctctg 


4920 


aggctggtga 


atggaggtga 


caggtgtcga 


ggccgagtgg 


aggtcctgta 


tcgaggctcc 


4980 


tggggaaccg 


tgtgtgatga 


cagctgggac 


accaatgatg 


ccaatgtggt 


ctgcaggcag 


d040 


ctgggctgtg 


gctgggccat 


gtcggcccca 


ggaaatgccc 


ggtttggcca 


gggctcagga 


5x00 


cccattgtcc 


tggatgatgt 


gcgctgctca 


gggaatgagt 


cctacctgtg 


gagctgcccc 


5x50 


cacaaaggct 


ggctcaccca 


caactgtggc 


catcacgaag 


acgctggtgt 


catctgctca 


^ *H 

5220 


gccacccaaa 


taaattctac 


tacgacagat 


tggtggcatc 


caacaactac 


aaccactgca 


b280 


agaccctctt 


caaattgtgg 

• 


tggcttctta 


ttctatgcca 


gtgggacatt 


ctccagccca 


5340 


tcctaccctg 


catactaccc 


caacaatgct 


aagtgtgttt 


gggaaataga 


agtgaattct 


5400 


ggttatcgca 


taaacctggg 


cttcagtaat 


ctgaaattgg 


aggcacacca 


taactgcagt 


5460 ■ 


tttgattatg 


ttgaaatctt 


tgatggatca 


ttgaatagca 


gtctcctgct 


ggggaaaatc 


5520 


tgtaatgata 


ccaggcaaat 


atttacatct 


tcttacaacc 


gaatgaccat 


tcactttcga 


5>80 


agtgacatca 


gtttccaaaa 


• 

cactggcttt 


ttggcttggt 


ataactcctt 


cccaagcgat 


5640 


gccaccttga 


ggttggtcaa 


tttaaattca 


tcctatggtc 


tatgtgccgg 


gcgtgtagaa 


5700 


atttaccatg 


gtggcacctg 


ggggacagtt 


tgtgatgact 


cctggaccat 


tcaggaagct 


5760 


gaggtggtct 


gcagacagct 


agggtgtgga 


cgtgcagttt 


cagcccttgg 


aaatgcatat 


5820 


tttggctctg 


gctctggccc 


catcaccctg 


gacgatgtag ..agtgctcagg 


gacggaatcc 


5880 


actctctggc 


agtgccggaa 


ccgaggctgg 


ttctcccaca 


actgtaatca 


tcgtgaagat 


5940 


gctggtgtca 


tctgctcagg 


aaaccatcta 


tcgacacctg 


ctccttttct 


caacatcacc 


6000 


cgtccaaaca 


cagattattc 


ctgcggaggc 


ttcctatccc 


aaccatcagg 


ggacttttcc 


6060 


agcccattct 


atcccgggaa 


ctatccaaac . 


aatgccaagt 


gtgtgtggga 


cattgaggtg 


6120 


caaaacaact 


accgtgtgac 


tgtgatcttc 


agagatgtcc 


agcttgaagg 


tggctgcaac 


6180 


tatgattata 


ttgaagtttt 


cgatggcccc 


taccgcagtt 


cccctctcat . 


tgctcgagtt 


• 6240 


tgtgatgggg 


ccagaggctc 


cttcacttct 


tcctccaact 


tcatgtccat. tcgcttcatc 


6500 


agtgaccaca 


gcatcacaag 


gagagggttc 


cgggctgagt 


actactccag 


tccctccaat 


6360 


gacag caeca 


acctgctctjg 


tctgccaaat 


cacatgcaag 


ccagtgtgag 


caggagctat 


6420 


ctccaatcct 


tgggcttttc 


tgccagtgac 


cttgtcattt 


ccacctggaa 


tggatactac 


6480 
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gagtgtcggc 


cccagataac 


gccgaacctg 


gtgatattca 


caattcccta 


ctcaggctgc 


6540 


ggcaccttca 


agcaggcaga 


caatgacacc 


atcgactatt 


ccaacttcct 


cacagcagct 


6600 


gtctcaggtg 


gcatcatcaa 


gaggaggaca 


gacctccgta 


ttcacgtcag 


ctgcagaatg 


6660 


cttcagaaca 


cctgggtcga 


caccatgtac 


attgctaatg 


acaccatcca 


cgttgctaat 


6720 


aacaccatcc 


aggtcgagga 


agtccagtat 


ggcaattttg 


acgtgaacat 


ttccttttat 


6780 


acttcctcat 


ctttcttgta 


tcctgtgacc 


agccgccctt 


actacgtgga 


cctgaaccag 


6840 


gacttgtacg 


ttcaggctga 


aatcctccat 


tctgatgctg 


tactgacctt 


gtttgtggac 


6900 


acctgcgtgg 


catcaccata 


ctccaatgac 


ttcacgtctt 


tgacttatga 


tctaatccgg 


.6960 


agtggatgcg 


• 

tgagggatga 


cacctacgga 


ccctactcct 


cgccgtctct 


tcgcattgcc 


7020 


cgcttccggt 


tcagggcctt 


ccacttcctg 


aaccgcttcc 


cctccgtgta 


cctgcgttgt 


7080 


aaaatggtgg 


tgtgcagagc 


gtatgacccc 


tcttcccgct 


gctaccgagg 


ctgtgtgttg 


7140 


siggtcgaaga 


gggatgtggg 


ctcctaccag 


gaaaaggtgg 


acgtcgtcct 


gggtcccatc 


7200 


cagctgcaga 


cccccccacg 


ccgagaagag. 


gagcctcggt 


ag 




7242 
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